The asymmetric unit of the title compound, [Cu(NCS)(C 3 H 8 N 2 S)(C 27 H 26 P 2 )], contains two independent mononuclear complex molecules. In each, the Cu I ion exhibits a distorted tetrahedral geometry by coordination with two P atoms from one 1,3-bis(diphenylphosphino)propane (dppm) ligand, one terminal S atom of one N,N 0 -dimethylthiourea (dmtu) ligand and one terminal N atom of the thiocyanato ligand. The dppp ligand is involved in a bidentate coordination mode with the Cu I ion, forming a six-membered CuP 2 C 3 ring. In both molecules, the coordination of the dmtu ligand is further stabilized by an intramolecular N-HÁ Á ÁN hydrogen bond with an S(6) graph-set motif. In the crystal, molecules are linked by N-HÁ Á ÁS hydrogen bonds forming a zigzag chain along the a-axis direction. In one independent molecule, one of the phenyl rings of the dppp ligand is disordered over two sites with refined occupancies 0.639 (11):0.361 (11) and this corresponds with a mutual disorder of the dmtu ligand in the other independent molecule giving the same ratio of refined occupancies. The structure was refined as a two-component inversion twin. 
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Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan SADABS (Bruker, 2013 Table 1 Hydrogen-bond geometry (Å , ). 
Figure 1
The molecular structure with displacement ellipsoids drawn at the 50% probability level. The minor component of disorder is omitted for clarity.
Figure 2
Part of the crystal structure showing intermolecular N-H···S hydrogen bonds as dashed lines, forming a zigzag chain along the a-axis.
[1,3-Bis(diphenylphosphanyl)propane-κ 2
P,P′](N,N′-dimethylthiourea-κS)(thiocyanato-κN)copper(I)
Crystal data (8) 117.7 C25B-C24B-C23B 119.9 (5) C3-N2-H2 117.7 C25B-C24B-H24B 120.1 C4-N3-Cu1 171.7 (4) C23B-C24B-H24B 120.1 N2-C1-N1 119.7 (5) C22B-C23B-C24B 119.3 (6) N2-C1-S1 120.2 (4) C22B-C23B-H23B 120.3 N1-C1-S1 120.1 (5) C24B-C23B-H23B 120.3 N1-C2-H2C 109.5 C21B-C22B-C23B 121.0 (5) N1-C2-H2D 109.5 C21B-C22B-H22B 119.5 H2C-C2-H2D 109.5 C23B-C22B-H22B 119.5 N1-C2-H2E 109.5 C22B-C21B-C26B 119.5 (5) H2C-C2-H2E 109.5 C22B-C21B-P1B 117.2 (4) H2D-C2-H2E 109.5 C26B-C21B-P1B 123.2 (5) N2B-C1B-N1B 118.9 (11) C11B-C16B-C15B 121.1 (5) N2B-C1B-S1B 117.3 (9) C11B-C16B-H16B 119.4 N1B-C1B-S1B 123.8 (9) C15B-C16B-H16B 119.4 C1B-N2B-C3B 126.0 (11) C14B-C15B-C16B 119. 
